Bectruk CIIOI'Y. Hayxu o 3emrte. 2020. T. 65. Bpim. 2

SUPPLEMENT

Phylogenetic biogeography of Hamamelidaceae s. 1. based on molecular data
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Fig. 1. Current distribution of the Hamamelidaceae s. l. family (drawn by the authors based on: Takhtajan, 1980; Zhang and Lu, 1995; Racotobe, 1996;
Li, 1997; Shatilova et al., 2016; Stevens, 2017).
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Fig. 2. Pattern of the Altingiaceae family dispersal. Numbers and arrows represent the order and migration routes (drawn by the authors).
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Fig. 3. Pattern of the Hamamelidaceae s. s. family dispersal. Numbers and arrows represent the order and migration routes (drawn by the authors).
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